Selective Enrichment of Peptides by Utilizing Dispersive Pipette Extraction on Automated
Liquid Handler for High Throughput Discovery and Processing
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5. Elution (50% acetonitrile, 0.5% formic acid, 200 pL, 5 aspiration/dispense cycles Figure 5. Erythropoietin peptide fragment recoveries from partial digests of BSA/alpha casein
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Peptide recovery with IMCStips was assessed using various peptides spiked in the biofluid.
All solvents were MIS grade and purchased from Fisher Scientific. IMCStips were

developed by Integrated Micro-Chromatography Systems, LL.C (Irmo, SC). All tips were 400 1
300 pL volume pipette tips for Nimbus or Integra ViaF1o96. The IMCStips contained 5 200 {
mg of silica particles from various suppliers with different porosities. For peptide extraction 0-
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interaction between pH and ionic strength or pH and solvent.




