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Introduction

▪ Immobilized trypsin resin:

Goals

▪ Reduce digestion time 
▪ Reduce deamidation and oxidation products
▪ Fully automate trypsin digestion method and integrate 

into other proteomic workflows

Immobilized trypsin tips rapidly digest test substrates 
and are stable over time 

Immobilized trypsin tips display similar or better 
digestion efficiency compared to solution digest

Instrumentation and Methodology

Discussion and Conclusions

Future Directions

Acknowledgements

▪ Exploration of kinetics across temperature range
▪ Integration of organic solvents into digestion buffer
▪ Integration into phospho- and glycoproteomic 

workflows
▪ Side-by-side tip and solution digests of mammalian 

and yeast cultures for multiple –omics workflows

▪ Fully automated digestion of proteins 
▪ Removed the need for TFA quenching 
▪ Better digestion profiles with increasing resin load
▪ Efficiencies were comparable to 1:20 mass ratio 

trypsin solution digests at room temperature
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▪ Eliminates quenching
▪ Reduces autolysis

▪ Enables automation
▪ Reduces preparation error
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