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Phosphopeptide Overlap

• Fully automated sample preparation 
on Integra Assist & Hamilton STAR 
using IMCStips

• ~80% Peptide recovery
• > 10,000 phosphopeptides from 

200 µg cell lysate 
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Phosphopeptide Efficiencies

IMCStips allow for multiple 
aspirations to bind analytes

Contaminants 
wash off

Analyte ready 
for analysis

Dispersive, loose resin-
achieves higher binding 
capacities than fixed-bed 
resin formats 100
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Phosphopeptide Enrichment using 10 µL PolyTi Resin:
IMCStips v Spin Column
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