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INTRODUCTION RESULTS

« Plasmid purification plays a pivotal role in the development of new biotherapeutics, as well as in Comparing pDNA Yields and Pu rity Across Purification Kits
initial product development and enzyme engineering.
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methods, adjusting volumes to 3.75 uL for IMCStips and Spin Plate and maintaining 1 uL for Magbeads to equalize pDNA amounts.
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Binding Capacity for Silica Resin
« IMCStips® were tested
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